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Molecular Characterization and Genetic 
Relatedness Between some Accessions of 

Thymus serpyllum in Syria 
Using RAPD Technique  

R. A. Aziz )1( ; F. Hamed(2)  and N. A. Abdulaa )3(  

ABSTRACT  

Randomly amplified polymorphic DNA (RAPD) technique was used to 
study the genetic relationship among 13 wild accessions of Thymus serpyllum 
grown in Syria. All the 27 random decamer primers used were produced 
polymorphism. Results showed using the STATISTICA computer package and 
CLUSTER routine with Percent Disagreement Values (PDV), that PDV ranges 
between 0.02 (between 1st and 3rd  accession from Homs), and 0.26 (between 4th 

from Hama and 11th accession from Lattakia), and the resulting dendrogram 
was in general in agreement with the matrix. 

The results further showed a good relationship between the degree of 
accessions relatedness and their geographical localities, with the accessions of 
each locality being clustered together independently from other localities which 
made it possible to discriminate between different localities in its separate 
clusters. Moreover, the results of this study proved the ability of RAPD 
technique to identify some Thymus genotypes through unique fingerprints and 
to unveil the degree of its relationship in the cluster. 

The results of this study may have a great impact on the national 
biodiversity program which lacks the employment of molecular techniques. 
therefore we recommend the use of these techniques in genotype identification 
in general, and to study the relationship among them, and in particular, 
studying important wild species of medical importance which have not been 
described yet at the molecular level.  

Key words: Molecular characterization, Genetic diversity, Primers, 
Thymus, RAPD.  
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